ABSTR^CT.--Differentiation at 38 presumptive loci was examined among 30 species of palaeotropic finches (Estrildidae) by protein electrophoresis. Three species of Ploceidae, two of Fringillidae, and one of Emberizidae were included for comparison and the establishment of out-groups. Phenetic and cladistic analyses were employed, and both produced concordant patterns of relationships among the species. I conclude that all four families are closely related, with Estrildidae and Ploceidae grouped on one major sublineage and Fringillidae and Emberizidae on the other. Within the Estrildidae, three distinct radiations are identified, corresponding to the waxbill (Estrildae), mannikin (Lonchurae), and grass finch (Poephilae) groupings in current classifications. Contrary to prevailing views, Aidemosyne is shown to be a member of Poephilae, not Lonchurae, and to be allied with Neochmia and Aegintha. Similarly, the relationships of Aegintha as currently presumed with the Estrildae are not consistent with the electrophoretic data. Overall, the data suggest a monophyletic origin for the Australasian Poephilae. Within this assemblage, however, Emblema and Poephila are clearly polyphyletic by current classifications. A major point of ambiguity in the data centers on the interconnections between the three major estrildid assemblages; at present, this can be treated only as an unresolved trichotomy. 
because it is generally agreed that the Estrildidae arose in Africa (Goodwin 1982), so African estrildine taxa could be expected to be older and more distantly radiated than their Asian and Australian counterparts.
The third cluster, Lonchurae, is subdivided into five groups (Fig. 1) Wagner analysis.--Unlike phenetic analyses, the Wagner tree does not assume a constant rate of protein evolution (Fig. 2) . The dendrogram generated in Fig. 2 (Figs. 1 and 2 ). Estrildae with the Poephilae on the GOT-i(c) synapomorphy. There is no single dominant factor that favors any of these three alternative branching patterns, although a closer connection between Poephilae and Lonchurae is supported by the Wagner dendrogram and one of the alternative Hennigian cladograms. Without other independent evidence corroborating any of the alternative alignments, the relationship among the tribes remains an unresolved trichotomy. Although the degree of resolution of the Hennigian cladogram (Fig. 3) is less than in the UPGMA (Fig. 1) and Wagner (Fig. 2) (Figs. 1-3) .
The electrophoretic results also demonstrate that the Lonchurae are a monophyletic assemblage and include Amadina. Gutfinger (1976) and (Fig. 3) .
Clade
Apomorphic characters Goodwin ( (Fig. 4) . The phenogram supports the current view that the Ploceidae and Estrildidae are more closely related to one another than they are to any other group (Bock 1960, Sibley 1970, Bock and Morony 1978). This is substantiated further by the low overall genetic distance of 0.63 (Table 3) between the ploceids and estrildids compared with the average of 1.0 across avian families in general (Avise and Aquadro 1982: fig. 2 ). However, the placing of Passer in the Ploceidae was questioned by Pocock (1966) and Sibley (1970) , who argued in favor of fringillid affinities. The electrophoretic data do net support such a conclusion (Fig. 4) ; instead they show that Passer is allied to other ploceids and the Estrildidae, corroborating the results of DNA-DNA hybridization (Sibley and Ahlquist 1985) .
The relationships between Old World and New World seed-eating oscines have been controversial, centering on whether similarities in the bony palate are due to monophyly (Tordoff 1954 , Mayr 1955 
